ABSTRACT Spiroplasma corruscae EC-1 T (DSM 19793) was isolated from the gut of a lampryid beetle (Ellychnia corrusca) collected in Beltsville, MD, USA, in 1983. Here, we report the complete genome sequence of this bacterium to facilitate the investigation of its biology and the comparative genomics among Spiroplasma species.
The complete genome sequence of Spiroplasma corruscae EC-1 T consists of one circular chromosome (1, 175 ,400 bp; 25.4% GϩC) and one plasmid (29,239 bp; 23.9% GϩC). The first version of annotation includes one set of 16S-23S-5S rRNA genes, 29 tRNA genes (covering all 20 amino acids), 1,039 protein-coding genes, and one pseudogene. No putative plectroviral sequence or CRISPR element was found.
Accession number(s). The complete genome sequence of Spiroplasma corruscae EC-1 T has been deposited at DDBJ/EMBL/GenBank under the accession numbers CP022535 (chromosome) and CP022536 (plasmid).
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